i dominant  infgnts difficulties
outalde Heiineast precimical  bidirectional entropybosed orS
) . 5

descendants crasscomplementing inhibitors d‘ﬁeerﬁemmitr‘%gosnp‘ ere

reliability earlobe dispersion hypervariable op
commentary angiotensinogen o h cos ©
platinum@/based scans  mother ;%Cbegfondm Smed: e

relation . ragments . .
southwest nond/emall increasé clue oocytesvre\vot\onsh\p
.statescoliosis i

reference transcriptiongl randomly
[ ‘ossesgmemt craving biochemical
aborigina enriched
eurasians subspecies . 2
fibrotic Nondetectability <

southeastern

te deni v €MPerorvaries ©
roteins denisovan - !
texpms reduces targeted @ maximum highdensity

overnight  dopaminegp21review zhuang smoking

german nitroglycerin ontemors"mp\e indigenous

household changingstrongmodels outbreak recent searc

= validation coast adenocarcinoma
aldehyde

Sfather “carrier .

5 mm Tg Y81 prostate protein

Emicron serological screening

3R qut andhraexposure MEPA!

€ 19Msingleton small classification scan

acquired WOQOW qct repair covid19 snp
type natural mouse

troyit cohort serum mut@
four facialiinks single hans
X men

rna

reveal i
southern .uyghur serg. 1€G10N
comparison

pathway ©>¢ g kay‘OS\ﬂ
el 02\

Qlevel |-
edarv3?7 pressure - \mk@ge
plockllke package metgbolic
mUItietnnic discovery defects 2
_validity cerepral molecula
activityeffective genotypes bial
fragment resdlts function stroke t
identify one effect  VAMAMNT new
rural evaluation  SKin

O dRe. squamous |Uﬂg

regions
genomewide

dynamics
ancestry
Lo lack candidate '
poormfh‘b‘tsogproooh tibetan e\/ldeng%\e
Coniels - aberti  advanced > HO\/e‘ !
“ wales |,
n

responsible 742y ohylogeny
O
expression

targeting modeling
e essential ¢, tale

b2b3liquid treatment genotyping © orig
contributes o
neural . -
infertiity Patients g

tfreQUemtt
ransporter 7 ] o
comparative %F‘ raphysical .&

officient migration studies 2
pathways sperm g g mixtyre " Virus
disease

=

sdt
iatio

n
i)

updotedg
matter o
bones

possible
desig

polynesian
environmental

different

flagel

contrib

C
radesh
95

across

mea

=

oxidative
cfapB9 sinotibetan

1800 biologyo

oselected ©
o o

catalase

2017w
length
esce

£
<

c
@

=
3<
ag
5>
=<'C
=
@

spermatogenic

detect

p

%

%)
>
o
=

predict
ectin

'gtypes 8
Seﬁned
a

persistent
crossovers

a meiot

wome
flux

map

ﬁ
—re

€ ‘C.kozokhs cells

O,

. island ne
infections o

alcohol

t

on

infecti
bronze

chitecture
nferring

o.c

a

ohla
. | ES\Z
PeNINSUlarel ¢ ontinuous
research © response
_ gelfree motu?oﬁom
influence causes
& integrated’
o formation
sex
.., outcomes . ghealth
without'|ongitudinal =
so\womohc\egmmg
route

© correlation
incidence &

site emutation
positive

maternal late

quantitative

h t
N

wasidentified
xpressionbased

S

deficiency xstr
hinl S
©0 etiologies variability

mtap sequences i shap
pfomi\ybosedghoqq;o%oodm
telomere ~ disabilit

individuals

ixed group doeggbc{%%gdorth ritis

morphological forensic
910154t2eoted clustering adriatic genotype iemaie

rs2
distributed .
phenotypic = samoa viewed

products tibetoburman POWEr testing fevehde\ggt gemet\

lei Ton"feésé?cmoEieomr%rnkggiﬂzougguses g african fibrosis
pce\‘js[gf‘z loned resistant Profiling highrisk o tphemotyp.e
reoe\%?t?nag northward — symptoms & WeStern Spot\o\t
ﬁ‘ﬁﬁgﬁseté]sismomas%ugﬂs mfcorct\om moréoﬁ% Pblced ‘mpGWmem
monomercentral-2 g subjec ?support{sfgwcroor.roy
populationd/based © inheritance 96 pollution
muslim 5 leads  subjective

estimate medicine

ssoffunctio

followi

. structures
twelveintellectual

nond/smalla/cell S Emosuo hladpb1

e omtic profile | diseasegene replication SEorin

'fhtOd?PSWKOS supergrandfathers

" eers?ruog‘ln metoftoﬁtc rd

ocate

resistance changes geneenvironment'©SPONSES

. _nonobstructive pathogenesis surveillance

improving . . . rocesses

prospective affecting  traditional reproducibility

russpecific
terventions

austro

regulatory

- complete
drinking
ychromosomal
accumulated
. distances |
immunoglobuli
questionnaire

towa

immigrants C
falls brefmed composite experimental enhanced
MemDbrane gy ceptional

diated i1 evaluating

partial regulated japanese
metaanalysis ggo hijv1

application
prediction

relationship ¢

hepatitis family vt ygrigtions

ge

effe

“cancer
loc

S|

C
opulat

analysi

polymorphis
systemic

tool tumar

polymorphic
characteristics
involvement

g thyroid

potential

interleukin

area homologous .
exomeE activities 9Ss€ssing
.2 morphology
kazakh
reconstruction

yphic

follicular populationspecific drug statespace growth

confirmation

roinflammator:
- proﬁbroﬁcy

. influenza,  phenylketonuria
) characterized concentrations hmongmien
interferon fioig| Cytochrome ; . roles precursor
; artificial trimeric chromosomespecific
causalmechanisms ‘extent,  SEVELE o0 gney Fetal - investigation
replicative predictive i

gteles
- . i reductase mMEGo
transcription  detecting go\ocfosy\oﬁomd‘St%?gio\umbm rearrangement

“» neversmoking deletionsdf1 highthroughputccsea/comro\ chLomotogrophy

nsort

rimates fingerprinting
t

parameters 8 derm’\ggog‘

resolution

s induced fingerprint

density

n

attachmen

c
o
-2
3

3
nonallelic

a
northern

Ins

ute

congenital
d\ogetes
. Tw

common

opy g

O
g
=
metho -

A ori

sles
locus

tions h
nes:

low

EO

entified

rtpe

ma >
o

rare

"
hui
est

plasm
dehydrogenase

neandertha
attenuates

compound

lammation
simulation

oazf

>

@

network®
omosome

f

identifies

Vi

a

tion

_c €

Ica

females

huMman

acclimatizatio

carotid

ge
om

rand

polymorphism

variable
dama
. austronesians
resistanceconferring

=
=
huntergatherer gansu

ition

[ g
E d\ogmoswsﬁ

hared

binding

o s

predispos
ved

lating 3
lon

um

traces peroxisome rhinitis
mechanism o;;oys
influencing g‘eng e
- ‘~ ClONnes
bacterial jge @ adrenergic

nitric 2 thailand  etiology
connectivity

B]
ghantaan -
S

=settlement
°“multiplex &

sod

nificant

breast

transpor
stroeso
background

n ncrna

geoffroyi

- - )
pigmentation =
hepatocellular implication erec! languages 8 cadmiuminduced afterial
res Yo 5 & amplification Prehistoric
structural shandong library paternity
: levels .
multiple “ieck  populationbased per essic
statistical combined  siberian outcome p144,p1
disﬁribuﬁom S9€NI= insighls per histocompatibility revelation
factor
igh i el
g \/O r|Cl nt$ cer O\\p\es five body 5 Casecontrol young _advances
L. 1 ) :
- spondylitis e 2 2 emoronic freguencies
“ .
pattern adaptive decreased
: epig
S‘tu dy rapid haplotype elderly
| I eS e & mne eveals
two global polycystic ethnologue
ailure microrngs 5
chromosomes
allele h O n
OUGS\OH C relatednes
modern comp\ex years © 2 personal brillation
estimates
sclerosis t |
romoter paterna
= pro article pedigre
© patferns  casedcontrol  sites S severity introgression jpgigent
recombination
cases’ croatia SYMQLs malaysia
platinumbased  india haplogroups
repeats™
h%(potheses
s
province {rqil  samoans eherme threshold significant
hil perspectives inhibition
8 : sig
. hosiologcal profiles regression
converting physiologica hemodialysis

nteractions :
highaltitude variables gravesa 5 subdeletion omt%g\ycgride
mendelian  defect toxicity first fertilizat 1 i
lineages  prevalence _scleroderma fg;e‘,c%gﬂ‘ﬁa .recgmbmvcmt” sporadic
fe”eq[ development solid 5 epidemiological transmission Smmor‘\tyhemtobmtyhypoxwo information
- r sto +7 panel  biogeographical i ¢ormative
characterization E . linguisticseven g influences mtorc1  sherpa flageliar
uth increased evolutionary  shanghai
age NAPIOGroUP injiang autosomal g afsrsncemodulotes unlinkes '~ adipostty
dependence coexpression restriction
implications  haplotypes chtHe networks aldh2  LveitisSUMAMes g o
repeat  hypertension _"eneTmo c status system o cypiap suppressor
susceptibility ng:3 TR por & nictoodr o hle ey revelotio
s
creens N
* 1 tended
mitochondrial neninear g contrioution exende
O big diseases Upeﬁphem‘prohfemt\on
: . biased
expansion strains strategy -~ sex
association e
mumps burden independencecarrying
° qa momg A N support substitutions
p u | Ot O n S d\verswty phylogenetic americans cqused
tube
- vitro WS;ESSS morthwgst ep2t
. o .
ethnic e n e '© OSSOC Oted c mtervemtiomtuﬂu
6%%;[8 hair d n O gg;htoedsr’;oo groups systematic presentrevealing
° enetic visual
! . medsure 2 O a ability
microsgtellite may foo
- edar = 2005 himalayas
o asions o — Selection genomic  related
¢ O structure ™" migrotions
a
: O ychromosome
map [
° hlab cayse T
dOtQ rubella abnormalities heterozygote
O n within® gastric § genomes atherosclercsis
pool  hearing disorders eneral
. genome analyses  heterogeneity beyond
r-l S k ans deemf wholeprehistoricalnre
t iti
S h ) Rram: applications tT5OW
J o ovarian mtor
ystr Ch na Y= thﬁee clinical 5 potentially numerous
-+ IStor 2 signaling regulation
— ht}/micegmg‘g gulot
traits . near Isolated fage‘g'ﬁ acid gwas S gelong
blood Ota\e N role major U explorationchange
m S cny < air = primary & Qdu\ts.gtoggmgredu.ceq
asia world fluid affects © obesit%/' principal
taizhou ‘
oral fumct‘omg‘ signatures factors 5 cloning Eng?deSeed
. induce deletions yse markers higher 3 .
frailty CArciNnoMa nucleotide dermal dissection
igg esoph@gee\ melting curve sequence es efficacy sublingual
h o regulating numbers €asp’
receptor str american snps sS gssociations england SR
methylation disequilibrium =5 evﬂiteo“fh\i tu?bS secon myocardial SOgLE varieds
model syndrome p53 tibetans S Y esiimation fime i
. . . hladqal forensics decreasin
interaction . differences language a E g
worldwide metabolism  involved a9Ing eyrasign  Skectrum _ letrameric  ‘segments
homozygous frequency chemotherapy 4 european highperformance  antifibrotic
i chromosomal
hainon oocyte trendsurate | . differential
synthase
Sequemcmg different affinity Zepas u\‘{HocusmvieoSoSe‘
asthenoteratospermia gneestrgl recurrent Jinsight
adaptation,, families water flowclass denaturing ratification
ineage families wnk4-= component offinities mlabria mMell
nucleocapsid dementiq dntagonist SqueSt.%’ threshol genetically Piomarker polygenic
expansions highlanders 1990 MArker versus lbei o 5] .
instability .~ qutiaccuracy geneA @ WEIIb€INg son living coronary australiansjoint & phenotyping
demographic nals retiree i NG00 stiffness diagnostic
speaking generdte Comtro‘ssubsct%gtsusr‘eve lyi

intron1 :
singleprobe underlying archaeological



